Influence of Probiotics (Bovactin®) for Intestinal Flora of Calves
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Table1. 16S rRNA gene-targeted group-specific primers used in this study

Target bacterial group name Primer sequence (5" -3") Ref *
Clostridium coccoides group g-Coc-F AAATGACGGTACCTGACTAA 5)
g-Ccoc-R CTTTGAGTTTCATTCTTGCGAA
Clostridium leptum subgroup sg-Clept-F GCACAAGCAGTGGAGT 7)
sg-Clept-R3  CTTCCTCCGTTTTGTCAA
Bacteroides fragilis group g-Bfra-F ATAGCCTTTCGAAAGRAAGAT 5)
g-Bfra-R CCAGTATCAACTGCAATTTTA
Bifidobacterium g-Bifid-F CTCCTGGAAACGGGTGG 5)
g-Bifid-R GGTGTTCTTCCCGATATCTACA
Atopobium cluster c-Atopo-F GGGTTGAGAGACCGACC 7)
c-Atopo-R CGGRGCTTCTTCTGCAGG
Prevotella g-Prevo-F CACRGTAAACGATGGATGCC 5)
g-Prevo-R GGTCGGGTTGCAGACCCATTGACG
Enterobacteriaceae Eco1457F TTACCCGCAGAAGAAGC 8)

Eco1652R CTCTACGAGACTCAAGCTTGC

*)References No.( SEXHIES )
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Table2. Blood and serum biochemical values of calves before and after administration

Treated group(n=18)

Control group(n=11)

Pre" Post? pre Post
RBC(x104/uL) 801+ 14% 804+ 195 776142 809+ 93
WBC(x102/ uL) 79+ 287 88+ 24 125+ 56 94+ 22
Ht(%) 34.0+75 356+9.8 31.5+6.8 341+42
TP(g/dL) 5209 50x£0.7 59+04 58+0.3
Alb(g/dL) 27102 29+04 29+0.2 34+0.2
BUN(mg/dL) 12.4+51 125+37 11.5+£53 88x27
T-cho(mg/dL) 83+ 29%°) 11845 1165+ 272 132+48
lgG(mg/mL) 13.8+8.4 9.3+3.8% 18.1+6.5” 14.1+2.8%P

1)10 days after birth, 2)30 days after birth, 3)Mean £ SD.

a)-a):P<0.01, b)-b):P<0.05

Table3. Concentration of IgA and detections of C.butyrium" from feces

Treated group(n=18)

Control group(n=11)

Pre? Post? pre Post
leA(ug/g)? 820+346 69,030 1,948+ 205,655
+201,086 1,717 +339,841
C.butyrium(%) — 8/16(50.0) ¥ — 0/10(0.0) @

1)Clostridium butyrium 2)10days after birth 3)30days after birth, 4)Mean += SD, a)-a):P<0.01
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Fig.1. T-RFLP patterns of 16S rBNA genes from calves feces digested with Hha I (A) and Msp
I (B) . 16S rBNA genes were amplified with primer 5° 6-FAM labeled 27F and 1492R.

Table 4. Quantification of predominant bacterial group in feces
Mean £ SD (log10 cells/g) No. positive (% )

Target bacterial
Treated group Control group Treated group Control group

Erotp (n=17) (n=11) (n=17) (n=11)
Clostridium coccoides group 95+09 9.8+05 100 100
Clostridium leptum subgroup 88+11 9.2+05 100 100
Bacteroides fragilis group 90+£13 94+08 88.2 90.9
Prevotella 6.4+11 6.4+0.7 100 100
Atopobium cluster 95+09 91+05 100 100
Bifidobacterium 8.6+0.8¥ 771117 88.2 63.6
Enterobacteriaceae 84+0.8 88+1.2 941 100
a)-a):P<0.05

Table.5. The incidence of diarrhea and the day of onset diarrhea after initiation

Treated group (Nn=18) Control group (n=11)
The incidence of diarrhea (%) 6/18 (33.3) 5/11 (45.5)
The day of onset 14.5(8~24) 26.4(10~35)?

a)-a):P<0.05
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Fig.2. The dendrogram of the T-RFLP profiles of fecal flora in calves before administration.
T-RFLP profiles combined Hha I and Msp 1 digestion were analyzed by Ward" s method.
(* : treated group) The detection rates of treated calves in clusters are shown in
parentheses (no.of treated calves/no. of total calves).
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Fig.3. The dendrogram of the T-RFLP profiles of fecal flora in calves after administration.(* :
treated group) The detection rate of treated calves in cluster I was higher than those in
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