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[Abstract]

Serotyping is a method for distinguishing the diversity of antigenic substances expressed on the cell surface
based on immunological specificity. In the field of bacteriology, serotyping system have been organized and
standardized, especially for pathogenic bacteria, as a method for subclassifying isolates within the same species or
as a method to support identification of genus or species. Since the 1990s, genome analysis and other methods
have clarified the characteristics and overall picture of genes (clusters) that encode antigens responsible for
serotypes, and based on these, various genetic methods have been proposed as alternatives.

In Escherichia coli, O-serogroups from O1 to O188 and H-types from H1 to H56 have been defined so far, and
these combinations are called serotypes. Escherichia coli serotyping is widely used in research and investigations
as a standard method for subtyping isolates. In this review, I will focus on E. coli, which is also associated with
infectious diseases in humans and domestic animals, and review the details of antigenic characterization and
determination of its serotypes. In addition, I would like to introduce the multiplex PCR method that can
comprehensively determine serotypes that our group has been working on, and consider the future of serotyping
methods.

Keywords: Escherichia coli, serotype, O-serogroup, PCR



