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[Abstract]

Prototheca are achlorophyllic algae that are ubiquitous in cow-barn environments. Prototheca
zopfii is associated with bovine mastitis, which causes secretion of thin, watery milk with white
flakes, reducing milk production. Most cases of bovine protothecal mastitis in Japan are chronic and
subclinical. P. zopfii has been biochemically and molecularly divided into at least two genotypes,
genotype 1 and genotype 2. All isolates from bovine mastitis have been identified as genotype
2, suggesting that this genotype is the main causative agent of bovine protothecal mastitis in
Japan. Typically, the identification of protothecal mastitis as the causative agent of mastitis has
been depending on a positive result in culture tests of milk samples. P. zopfii genotype 2 was not
susceptible to itraconazole, gentamicin and kanamycin than P. zopfit var. zopfii genotype 1. Genotype
2 was susceptive to alkyldiaminoethylglycine hydrochloride, chlorhexidine, povidone iodine and

sodium hypochlorous acid, but not dioxide chlorine, are effective against both genotype 2.

Keywords: bovin mastitis, genotype 2, prototheca
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