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[Abstract]

It is recognized widely that emergence of antimicrobial resistance becomes tremendous risk for
public health and international and local action plans have been issued to tackle antimicrobial
resistance. Among various sources, those emerging from the animal agriculture are now discussed
with the same intensity for those from human medicine. In addition to the livestock, the antimicrobial
resistance bacteria have been also detected frequently in wild animals and therefore the potential
risk of wild animals as the reservoir and the vector of antimicrobial resistance has been discussed.
Since wild animals acquired these antimicrobial resistances bacteria from human or agriculture,
approproate control of antimicrobial resistance in human and agriculture may reduce the prevalence
of antimicrobial resistance in wild life. Reduction in antimicrobial use in animal agriculture is now
relatively well conducted in developed countries, but not in developing countries. We are working in
Africa to evaluate the prevalence of antimicrobial resistance bacteria in livestock. We also hunt for
the indigenous bacteria, which have a potential to replace antimicrobials, in the traditional African
breed livestock and wild animals phylogenetically related to livestock.

Keywords: Africa, antimicrobial resistance, livestock, novel probiotic strain, wild animals





