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The past, the present and the future on the gut microbiota research
- For the health care and prevention of illness using the gut microbiota analysis -

Yoshimi Benno, DVM, PhD

Chief Director, Benno Institute of Gut Microflora

[Abstract]
Database of the relationships between the gut microbiota composition and life-style characteristics (ages,

gender, weight, food style and exercise etc.) was established. Additionally, whole analyses of gut and brain
metabolism by TOF-MASS was progressed the role research of gut bacteria. the composition and function of gut
microbiota will be progressed. We will get new methods for the development of health care and prevention of

some diseases.
Keywords: Culture-difficult microbes, Culture independent analysis, Gut metabolites, Gut-brain axis





