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[Abstract)

Because low fertility in cows diminishes productivity, farms incur substantial economic losses. However, not
all factors contributing to low fertility are fully understood. Advances in genetic analysis technology have
identified the presence of uterine microbiota and its association with low fertility has become a concern. The
microbiota is defined as a collective of microorganisms that exist in a particular environment. This paper discusses
the associations between uterine microbiota and the reproduction of cows. Studies on uterine microbiota have been
conducted in two distinct phases: the postpartum period for uterine involution and the period following the
voluntary waiting period when artificial insemination is initiated. Firstly, regarding uterine involution, uterine
microbiota undergoes dramatic changes in response to alterations in the postpartum uterine environment. The
establishment of uterine microbiota is influenced by the postpartum nutritional energy state, and its balance is
disrupted by negative energy balance. The occurrence of inflammatory uterine disease is associated with variations
in uterine microbiota, resulting in delay in uterine involution. This early postpartum change in the uterine
microbiota is responsible for long-term changes in the endometrium. Secondly, concerning reproductivity after the
voluntary waiting period, the uterine environment stabilizes upon the completion of uterine involution. Relatedly,
uterine microbiota also becomes stable. The reported studies observed uterine microbiota to differ according to
subsequent fertility. In conclusion, uterine microbiota plays a crucial role in the reproduction of cows and is
expected to become the novel examination technique for low fertility.

Keywords: low fertility, uterine environment, uterine microbiota, uterine involution, reproductivity
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