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#2  JRAPTEBE N CTHERR S N7z Clostridioides difficile &Y

JEG] FEIEA PERI Tl IE NI T3 Y PCR ribotype

1 2010  ME BAREI O LHIL  A'B'CDT' 078

2 2010 M SRREEM O L A'B'CDT" 078

3 2010 M FEBETTYTH O LRI AB'CDT 078

4 2011 I AR [E E T O WEIE  A'B'CDT 078

5 2011 M BRREA O LRI A'B'CDT* 078

6 2011 e BHIEAT O Ll Am A'B'CDT" 078

7 2011 B EBOMBkEER CTHhE) x LA ABCDT hnc08162
A'B'CDT 078

8 2012 Bi BT OFEELRL O LRI A'B'CDT 014

9 2012 e ELOFAMIERL x LRI A'B'CDT km0429

10 2012 K BRAEA O LRI A'B'CDT 078

11 2012 M EEOFMERL x BT A'B'CDT 014

12 2013 e BT O TR L x LRI A'B'CDT 014
A'B'CDT 027

13 2013 HE BIEREBE T x A1z A'B'CDT" th13124

14 2013 Ba SO FARNERL x A7 A'B'CDT 014

15 2013 M BAREHT O A7 A'B'CDT’ 078

16 2013 M EIEOFRERL x LEIE  AB'CDT 056

17 2013 o EGEOFARIERL x WEIE  AB'CDT 056

18 2014 M EIEOTFHIERL x LRI A'B'CDT jAl
A'B'CDT 014

19 2014  HE EITOFHIERL x LHIE  A'B'CDT 017

20 2014 M ESEOREARL x LRI ATB'CDT 017

21 2014 1 BRAEIT O T A'B'CDT c056

22 2014 M BB T O T A'B'CDT 002

23 2015  fE ELEOFHFERL x LHIE  A'B'CDT 017

24 2015 HE EGEOFARIERL x WEIE  AB'CDT ND

25 2016 M ELEOTFIEL x ZHIFE  AB'CDT 078

26 2016 e MEEEFE AN O LRI A'B'CDT 078

27 2017 1 BRAEA O LRI A'B'CDT ND

28 2017 e EIEOFEERL x A AB'CDT ND

29 2017 B A OME) x A7 A'B'CDT ND

ND: not determined

b) A: toxin A; B: toxin B; CDT: binary toxin A
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[Abstract]

Horses are hindgut fermenter which degrade dietary fiber by fermentation in the large intestine and use it as an
energy source. Volume of horse's large intestine reaches about 60% of total volume of gastrointestinal tract, and
the numerous bacteria, fungi, and protozoa that live therein play a major role in the degradation of dietary fiber.
The intestinal flora that forms inside the gastrointestinal tract, which is both extracorporeal and intracorporeal, is
thought to be affected by external factors such as food and drugs, and host factors such as gastrointestinal motility
and immune status. Research on the intestinal flora of horses has not been sufficiently proceeded despite the
importance because of the requirement of special techniques for analysis of intestinal flora, such as culture of
intestinal bacteria, and the fact that there are few equine researchers. However, various studies have been recently
conducted by utilizing a next-generation sequencer (NGS) that enables comprehensive analysis of the intestinal
flora such as metagenome analysis. Diarrhea induced by administration of antimicrobial agents, so-called
antimicrobial-associated diarrhea, is one of the important diseases for horses with high mortality when serious. In
our laboratory, we are investigating the effects of antimicrobial agents used in racehorses on intestinal flora using
NGS and the fatal enteritis due to Clostridioides difficile, which is known to be a major causative agent of human
antimicrobial-associated diarrhea. The association between antimicrobial administration and the incidence of
enteritis has not yet been elucidated. Further approaches from various respects will be needed for better
understanding of equine intestinal flora.

Keywords: equine, intestinal flora, metagenome analysis, clostridioides difficile
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